O030p nporeoMa 0akTepuu
Halothiobacillus neapolitanus c2

Kocapeukuit Erop Muxaitnosuu

Pe3ome

B st0i1 paboTe npecTaBieH aHaIM3 reHoMa 1 IIpoTeoMa
oaktepun Halothiobacillus neapolitanus ¢2 ¢ momMoripto
MS Office Excel. bpio paccuntaHo KOIMYECTBO T€HOB
PHK u 6e7koB B TeHOME OaKTepHH, OLIEHEHO KOJIMYECTBO
I'€HOB Ha | MITH. HyKJICOTU/IHBIX T1ap, COCTaBJICHA
TUCTOrPaMMa JUTHH OEJIKOB M TaOMHIIa pa3Mepa OeIKoB
Ha npsiMoii 1 obpartroi 1ersix J{HK.

KiroueBnle cjioBa

buoundopmaruka, 6akrepus, excel,
KapOoKkcrcoma

BBenenue

Halothiobacillus neapolitanus c2 —
CEPOOKHUCIIAIONINI XeMOoTpod. SBnseTcs
MOJIETTbHBIM OOBEKTOM JIJISI H3YUEHUS
KapOOKcHCcOM(OpraHeUTbl TIOBBIIIAOIINE
CTIIOCOOHOCTH BBIBOJIA YTJICKUCIIOTO Ta3a 3
OpraHu3Ma, MOCPEICTBOM KaTaIN3UPOBAHUS
peakuu pUKcaIi COOTBETCTBYIOIIETO rasa).
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Puc.1 Halothiobacillus neapolitanus c2

Kon-BO

MartepuaJjibl 1 METOAbI

Jlnst mosrydenust iHpOpMaIuy o reHoMe O6akTepun
MHOI0 ObLI Hcnoib30BaH Microsoft Office Excel
2016. I'enom GakTepuu ObLT MOIYYEH C caiiTa
National Center for Biotechnology Information

PesyabTathl 1 Q0CyxKIeHHE

reHos reHoB reHos

reHos Genka TPaHCNOPTHbIX pMﬁOCDMaﬂbeIX TMMNOTEeTUYECKUX

6enkos 6enkos 6enkos

reHos

OCTa/ibHbIX
6enkos

npAmMas Lensb 1398 40 37 191 1130
o6paTtHas Luenb 1523 65 22 209 1227
Bcero 2921 105 59 400 2357
KON-BO reHos PHK reHos TPHK reHos pPHK octanbHbix PHK | ncesgoreHos
npAmMas Lenb 34 29 3 2 31
o6partHas yerb 18 14 3 1 25
Bcero 52 43 6 3 56

total nucleotides |total genes

genes per 1076 nucl

2582729

3029 1172.79
Tabnuya 1. Pacnpeoenenue eenos no JJHK

Kak BugnO u3 Tabauyer 1. pacupeneneHrue TeHOB o
nensim JIHK xpomocomsl (y 6akTepuu oHa 0/1HA)
cieayronee: Bcero renoM cogaepxut 3029
MOCJIeI0BATEIBHOCTEHN, KOTUPYIOUINX OCNKH, U3
Hux 105 KoAUpYIOT TpaHCTIOPTHBIE O€NKH, 59
pubocomanbshbie, 400 TUTTOTETUYECKUE U
noAaBJIsItoNee OOIBITMHCTBO (2357) KoaupyeT
oCTalbHBIC, U 52 mOCIIeJ0BATEIIFHOCTEH,
konupyromux 6akrepuanbubic PHK: 43 renos
TPHK, 6 renoB pPHK u 3 rena npyrux PHK. B
T€HOME TaK)XE €CTh 56 IICEBIOIC€HOB.

HecmoTpst Ha OrpOMHOE KOIMUYECTBO «OCTAIBHBIX)
e HeOompIas rpynna u3 10 noaunentuioB
KOAUpYeT KapOokcucoMy. bosbmmHCTBO
«OCTAJIBHBIX)» CKOPEE BCETO CBSI3aHBI C
(epMeHTaMu, KOTOpbIE KaTaIU3UPYET «coMay. )




Jliis Gosee HATMSIIHOTO MPECTAaBICHUS JJTUH
MocJieIoBaTeIbHOCTEN B TeHOME OblIa co3/1aHa
Juaepamma 1.

Kon-Bo 6enKkoBs no gavHe
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Juacpamma 1. Pacnpedenenue 6enrxo6 no ux onune

W3 Hee, yTo momaBsAioliee OOJBIIMHCTBO OCIKOB

umeeT nauHy ot 1 1o 1500. Camblii AMTMHHBINA OEIIOK

— ¢epmenraruBHbIi tomeH (KR domain protein )
COCTOUT U3 7524 aMUHOKHUCIIOT. DTOT OENOK
Y4acTBYeT B KaTaJM3UPOBAHUU NIEPBOTO dTAma
penyKTUBHON Moaudukanuu O0eTa-KkapOOHUIBHBIX
LIEHTPOB B PaCTyIIEH NOJUKETUIHON LEMH,
JIPYTUMH CIIOBAaMH UIPAET KIIFOUYEBYIO POJIb B
(ukcanuu yriekucnoro rasa.’

Ecnu e cunTaTth 6CHKI/I, KOTOPBIC OTBETCTBCHHEI 3a

KapOOKCHCOMY, TO B OCTAJIbHBIC OCJIKH COCTOST
MeHee yem u3 4000 amuHOKMCI0T. OTPOMHBIN
pa3Mep HHpOPMAIIHH O «COMEY» MOKET
CBUACTCIIBCTBOBATH O BBICOKOH Pa3sBUTOCTH U
MPHUCTIOCOOJICHHOCTH 3TOTO arnmapara y
paccMaTpuBaeMoro mramma 6akTepuu.

3akJII04YeHue

Bosnbmmit nHTEpEC, KOHEUHO, MTPEACTABIISIET
KapOOKcHcoMa U €e CTPOeHHE, KOTOPOe III0X0
m3ydeHo (13BecTHO 2 u3 10 ee monumenTuaos)Z,
Hexenu cama Oakrtepusi. Bo3MoxHO nanpHeIee
U3Yy4YeHHE KapOOKCHCOM MOMOJKET JIydIlle OHSTh
PEryJIALNIO YITIEKHCIIOTo raza B aTMocdepe.

ConpoBoauTtejbHble MATEPHAJIBI

Excel daiin ¢ pacueramu
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